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FIGURE 2 



A. 



SEQ ID NO:59 - AME 33 light chain variable region amino acid sequence 

EIVLTQSPGTLSLSPGERATLSCRASSSVPYIHWYQQKPGQAPRLLIYATSALASGI 
PDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQWLSNPPTFGQGTBCLEIK 



B. 



SEQ m NO:60 - AME 33 light chain variable region nucleic acid sequence 

GAAATTGTGTTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAG 

AGCCACCCTCTCCTGCAGGGCCAGCTCAAGTGTACCGTACATCCACTGGTAC 

CAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGCCACATCCGCTCT 

GGCTTCTGGCATCCCAGACAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTC 

ACTCTCACCATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTGTCA 

GCAGTGGCTGAGTAACCCACCCACTTTTGGCCAGGGGACCAAGCTGGAGATC 
AAA 



2JII- 
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FIGURE 3 

A. 

SEQ ID NO:61 - AME 33 heavy chain variable region amino acid sequence 

r 

BVQLVQSGABVKKPGESLKISCKGSGRTFTSYNMHWVRQMPGKGLEWMGAIYP 

LTGDTSYNQKSKLQVTISADBCSISTAYLQWSSLKASDTAMYYCARSTYVGGDW 

QFDVWGKGTTVTVSS 



B. 



SEQ ID NO:62 - AME 33 heavy chain variable region nucleic acid sequence 

GAGGTGCAGCTGGTGCAGTCTGGAGCAGAGGTGAAAAAGCCCGGGGAGTCT 

CTGAAGATCTCCTGTAAGGGTTCTGGCCGTACATTTACCAGTTACAATATGCA 

CTGGGTGCGCCAGATGCCCGGGAAAGGCCTGGAGTGGATGGGGGCTATTTAT 

CCCTTGACGGGTGATACTTCCTACAATCAGAAGTCGAAACTCCAGGTCACCA 

TCTCAGCCGACAAGTCCATCAGCACCGCCTACCTGCAGTGGAGCAGCCTGAA 

GGCCTCGGACACCGCCATGTATTACTGTGCGAGATCGACTTACGTGGGCGGT 

GACTGGCAGTTCGATGTCTGGGGCAAGGGGACCACGGTCACCGTCTCCTCA 



J 
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FIGURE 4 



A. Amino acid sequence of a human light chain framework region VklH (A27) 
(DPK22) with interspersed CDR sequences labeled 



(FRLl-SEQIDNO:71) CDRLl (FRL2 - SEQ ID NO-72) CDRL2 

EIVLTQSPGTLSLSPGERATLSC XXXXXXYVyy W YQQKPGQAPRLLI YX}O^CXX 

^rr.^ (FRL3-SEQIDNO:73) CDRL3 (FRL4 - SEQ ID NO-74) 

GIPDRFSGSGSGTDFrLTISRLEPEDFAVYYC2QgDDQOODCFGQGlXLEIK 



B. Nucleic acid sequence of a human light chain framework region VkHI (A27) 

(DPK22) with interspersed CDR sequences labeled 
^ , _ (FRLI - SEQ ID NO:75) 

GAAATTGTGTTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAG 

CDRLl 

CCACCCTCTCCTGCXXXXyy yy yy VYYvvvvxxxy yyyinnnnf YT^^^ a >^ 

CFRL2-SEQIDNO:7Q CDRL2 
CAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA TXXXXXyyy xyyyyyyyyy 

2QCXGGCATCCCAGACAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTCACTCTC 
(FRL3-SEQIDNO:77) 

ACCATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTG TXXXXXXyyy 

CDRL3 (PRj^ . NO:78") 

XXXXXXXXXXXXXXXXXX TTTGGCCAGGGGACCAAGCTGGAGATCAAA 
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FIGURE 5 

A. Amino acid sequence of a human heavy chain framework region VH5-51 
(DP-73) with interspersed CDR sequences labeled 



(FRHl - SEQ ID NO:79) CDRHl (FRH2 - SEQ ID NO:80) 

EVQLVQSGAEVKKPGESLKISCKGS XXXXXXXXXXW VT^QMPOT^OT PWMr^ 

CDKHl , (FRH3 - SEQ ID NO:81) 

XXXXXXXXXXXXXXXXX OVTTSAnTC5^T.c;TA VT nwg i^ A ^pTMlYYC.^, 



CDRH3 (FRH4 - SEQ ID NO:82) 

XXXXXXXXXXXXW GKGTTVTV.^.^ 



B. Nucleic acid sequence of a human heavy chain framework region VH5-S1 
(DP-73) with interspersed CDR sequences labeled 

(FRHl - SEQ ID NO:83) 

GAGGTGCAGCTGGTGCAGTCTGGAGCAGAGGTGAAAAAGCCCGGGGAGTCTCTG 

CDRHl 

AAGATCTCCTGTAAGGGTTC TXXXXXXXXXXXyyyxXXXXXXXyXXXXXXy 

(FRH2- SEQ ED NO:84) 
TGGGTGCGCCAGATGCCCGGGAAAGGCCTGGAGTGGATGGGG 

CDRH2 

xxxxxxxxxxxxxyyy xxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxxx 

CAGGTCACCATCTCAGCCGACAAGTCCATCAGCACCGCCTACCTGCAGTGGAGC 

(FRH3 - SEQ ID NO:85) 

AGCCTGAAGGCCTCGGACACCGCCATGTATTACTGTGCGAGA XXXXXXXXXXX 
CDRH3 (FRH4 - SEQ ID NO:86) 

CCTCA 
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FIGURE 6 

A. 

SEQ ID NO: 63 - AME 5 light chain variable region amino acid sequence 

DIQMTQSPSSLSASVGDRVTITCRASSSVHYIHWYQQKPGKVPKLLIYATSGLAS 
GWSRjFSGSGSGTDFTLTISSLQPiBDVATYYCQTWTFNPPTFGGGTKVEIK 



B. 



SEQ ID NO:64 - AME 5 light chain variable region nucleic acid sequence 

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGA 

GACAGAGTCACCATCACTTGCAGGGCCAGCTCAAGTGTACATTACATC 

CACTGGTACCAGCAGAAACCAGGGAAAGTTCCTAAGCTCTTGATCTAT 

GCCACATCCGGCCTGGCTTCTGGGGTCCCATCTCGGTTCAGTGGCAGT 

GGATCTGGGACAGATTTCACTCTCACCATCAGCAGCCTGCAGCCTGAA 

GATGTTGCCACTTATTACTGCCAGACTTGGACTTTTAACCCTCCCACG 

TTCGGCGGAGGGACCAAGGTGGAGATCAAA 
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FIGURE 7 

A. 

SEQ ID NO:65 - AME 5 heavy chain variable region amino acid sequence 

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYNMHWVRQAPGQGLEWMGAIY 
PGNGDTSYNQKFKWRVTMTRDTSTSTVYMELSSLRSEDTAVYYCARSTYYGGD 
WQFDEWGKGTTVTVSS 



B. 



SEQ ID NO:66 - AME 5 heavy chain variable region nucleic acid sequence 

CAGGTGCAGCTGGTGCAGTCTGGTGCTGAAGTGAAGAAGCCTGGGGCC 

TCAGTGAAGGTGTCCTGCAAGGCATCTGGATACACCTTCACCAGCTAC 

AATATGCACTGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATG 

GGAGCCATCTATCCTGGAAATGGTGATACAAGCTACAATCAGAAGTTT 

AAATGGAGAGTCACCATGACCAGGGACACGTCCACGAGCACAGTCTAC 

ATGGAGCTGAGCAGCCTGAGATCTGAGGACACGGCCGTGTATTACTGT 

GCGAGATCGACTTATTACGGCGGTGACTGGCAGTTCGACGAGTGGGGC 

AAAGGGACCACGGTCACCGTCTCeXCA 
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FIGURES 



A. Amino acid sequence of a human light chain framework region Vkl (DPK4) 
(A20) with interspersed CDR sequences labeled 



(FRLl-SEQIDNO:87) (CDRLl) (FRL2 - SEQ ID NO:88) (CDRL2) 

DIQMTQSPSSI^ASVGDRVTIT CXXXXXXXXXXW YOOKPGKVPKI.T.TY XXXXXXX 

(FRL3 - SEQ ID NO:89) (CDRL3) (FRL4 - SEQ ID NO-90) 

GVPSRFSGSGSGTDFTLTISSLQPEDVATYY CXXXXXXXXXF rTnnTR-VR^ 



B. Nucleic acid sequence of a human light chain framework: region Vkl (DPK4) 
(A20) with interspersed CDR sequences labeled 
(FRLl -SEQIDNO:91) 

GACATCCAGATGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAG 

(CDRLl) 

TCACCATCACTTGCXXXXXXXXxyyyyYXXXXXXXXYioryyyyYTr.r,TAnnAr^ 

(FRL2 - SEQ ID NO:92) (CDRLl) 
CAGAAACCAGGGAAAGTTCCTAAGCTCTTGATCTA TXXXXXXXXXXXXXyyyy 

(CDRL2 cont.) (FRL3 - SEQ ID NO:93) 

2DDDCGGGGTCCCATCTCGGTTCAGTGGCAGTGGATCrGGGACAGATTTCACTCT 

CACCATCAGCAGCCTGCAGCCTGAAGATGTTGCCACTTATTACTG CXXXXXXXX 

(CDRL3) (FRL4 - SEQ ID NO:94) 

XXXXXXXXXXXXXXyyyyyTTrnoror. A nnrt a nn^ A GGTGGAGA 

TCAAA 
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FIGURE 9 
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A. Amino acid sequence of a human heavy chain framework region VHI DP7/21-2 
with interspersed CDR sequences labeled 

(FRHl - SEQ ID NO:95) (CDRHl) (FRH2 - SEQ ID NO-96) 

QVQLVQSGAEVKKPGASVKVSCKAS XXXXXXXXyy wvPnAP^^r^T v^y^.n, 

(CDRH2) (FRED-SEQIDNO:97) 
XXXXXXXXXXXXXyyYyRVTN/rTPnTfiTgTX/vA>roTc.c.jp^EPTA\-YY 

(CDRH3) (FRH4 - SEQ ID NO:98) 

XXXXXXxyyyvyw nyrtTrrvT\/gg 



B. Nucleic acid sequence of a human heavy chain framework region VHI bP7/21-2 
with interspersed CDR sequences labeled 

(FRHl - SEQ ID NO:99) 

CAGGTGCAGCTGGTGCAGTCTGGTGCTGAAGTGAAGAAGCCTGGGGCCTCAGTG 
AAGGTGTCCTGCAAGGCATC TXXXXXXyyYXXXxj^^SvX XXXXYxyYyyTrt 

(FRH2 - SEQ ID NO: 100) rCDRH2^ 

GGTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGG AXXXXXXXXXxyyy 

(CDRH2 cont.) 

XXXXXXXXXXXXXXXXXXXXXXXXXy yyy YVYY WY w A r^. ^ ^ ^ A P 

(FRH3 - SEQ ID NO: 101) 

CAGGGACACGTCCACGAGCACAGTCTACATGGAGCTGAGCAGCCTGAGATCTGA 

GGACACGGCCGTGTATTACTGTGCGAGA XXXXXXXXXXXXX3S>n^XXXyxxy 

(CDRH3) (FRH4 - SEQ ID NO: 102) 

XXXXXXXXXXXTGGGGCAAAGGGACCACGGTCACCGTCTCCTCA 
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FIGURE 10 



SEQ ID NO:67 - AME 33 complete light chain amino acid sequence 

EIVLTQSPGTLSLSPGERATLSCRASSSVPYmWYQQKPGQAPRLLIYATSALASGIPDR 
FSGSGSGTDFTLTISRLEPEDFAVYYCQQWLSNPPTFGQGTKLEII CRTVAAPSVFIFPPS 
DEQL KSGTASVVCLLNNFYPREAKVnWKVDNAT.nSGNSOESVTP.ODSKDSTYST.SST 
LTLSKADYEKHKVYACBVTHOGLSSPVTKSFNRGFr 

- Constant Region is underlined 



B. 



SEQ ID NO:68 - AME 33 complete light chain nucleic acid sequence 

GAAATTGTGTTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAG 

CCACCCTCTCCTGCAGGGCCAGCTCAAGTGTACCGTACATCCACTGGTACCAGCA 

GAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGCCACATCCGCTCTGGCTTCTG 

GCATCCCAGACAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTCACTCTCACCAT 

CAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTGTCAGCAGTGGCTGAGT 

AACCCACCCACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTG 

CACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCC 

TCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGA 

^??J??:iJ^?2^^^^^^^'^^°^'^^^^<=^CCAGGAGAGTGTCACAGAGCAGGA 

CAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGA 

CTACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCG 

CCCGTCACAAAGAGCTTCAACAGGGGAGAGTGTTAG ^ 
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FIGURE 11 

A. SEQ ID NO:69 - AME 33 complete heavy chain amino acid sequence 

EVQLVQSGAEVKKPGESLKISCKGSGRTFTSYNMHWVRQMPGKGLEWMGAIYPLTG 

DTSYNQKSKLQVnSADKSISTAYLQWSSLKASDTAMYYCARSTYVGGDWQFDVWG 

KGTTVTVSS ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPBPVTVSWNSGALTSG 

VHTFPAVLOSSGLYSI^SWTWSSSLGTOTYIClSrVTSrHKPSNTKVDK^ 

TCPPCPAPELLGGPSWLFPPKPKDTLMISRTPBVTCVVVDVSHEDPEVKFhr\\ryVDGV 

EVHNAKTKPREEOYNSTYRWSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA 

KGOPREPOVYTLPPSRDELTKNOVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPV 

LDSDGSFFLYSKLTVDKSRWOOGNVFSCSVMHEALHNHYTQKSLSLSPGK 

- Constant Region is underlined; the "D" at position 280 and "K" at position 290 are in bold 



B. SEQ ID NO:70 - AME 33 complete heavy chain nucleic acid sequence 

GAGGTGCAGCTGGTGCAGTCTGGAGCAGAGGTGAAAAAGCCCGGGGAGTCTCTG 

AAGATCTCCTGTAAGGGTTCTGGCCGTACATTTACCAGTTACAATATGCACTGGGT 

GCGCCAGATGCCCGGGAAAGGCCTGGAGTGGATGGGGGCTATTTATCCCTTGACG 

GGTGATACTTCCTACAATCAGAAGTCGAAACTCCAGGTCACCATCTCAGCCGACA 

AGTCCATCAGCACCGCCTACCTGCAGTGGAGCAGCCTGAAGGCCTCGGACACCGC 

CATGTATTACTGTGCGAGATCGACTTACGTGGGCGGTGACTGGCAGTTCGATGTCT 

GGGGCAAGGGGACCACGGTCACCGTCTCCTGAGCCTCCACCAAGGGCCCATCGGT 

CTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGCT 

GCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGC 

CCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACT 

CCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACAT 

CTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGGACAAGAAGGTTGAGCC 

CAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCACCTGAACTCCTG 

GGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTC 

CCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGCCACGAAGACCCTGAG 

GTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAG 

CCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCC 

TGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAG 

CCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGA 

ACCACAGGTGTACACCCTGCCCCCATCCCGGGACGAGCTGACCAAGAACCAGGTC 

AGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGG 

AGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTC 

CGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAG 

CAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACA 

CGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATGA 



wo 2004/103404 



PCT/US2004/015786 



FIGURE 12 
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A. 



FIGURE 13 



IgG, Off-rate 




0.01 



0.1 

[IgG], ^g/ml 



10 



Rtx(com) 
Synagis 
C2B8 
6F1 
2C2 
»-1D10 
4-15 

— 18 

— 33 



B. 



IgG, On-rate 




0.001 0.01 0.1 1 10 100 

[IgG], ]xglm\ 



wo 2004/103404 



PCT/US2004/015786 



FIGURE 14 
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FIGURE 16 
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